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Prediction and analysis of T cell epitopes’ s distribution

of the Mycobacterium tuberculosis Rv3607c
WANG Xin-gian ,SUN Yan ,ZHAN Wei-hong ,LEI Hang ,CHEN Gao-zhan ,YU Xiao-li

Abstract: To predict and analyze the distribution of CD4 " T cell and CD8 * T cell epitopes encoded by the Rv3607¢
of Mycobacterium tuberculosis ,We obtain the amino acid sequences by online NCBI database and analyze the homol-
ogy between MTB complex and human proteins by BLAST , and predicting the distribution of CD8 T cell epitopes by
SYFPEITHI NETCTL BIMASand NetMHC databases. After the predictiction,we can select the superior epitopes .
For the results,there are 4 CD8 * T cell epitopes candidates,29 strong and 138 weak candidate CD4 * T cell epitopes
candidates. In the end,two superior epitopes can be selected. Prediction of T cell epitopes will be the basis diagno-
sis of tuberculosis and the study of new tuberculosis vaccine.
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