5535 B3 W H W B T K 2% %2 # Vol. 35No. 3
2016 4£9 H Journal of Wuhan Polytechnic University Sep. 2016

Y5 :2095-7386 (2016 ) 03-0045-04
DOI:10.3969/]. issn. 2095-7386.2016. 03. 008

SERE A EFFIE Rv2986¢ T .B 432 500t

N W, T, 5L N, R b A e
(RDBR TR A9 56025 TR, WAt 21 430023)

W OE. N5 H LR HATFE Rv2986¢ 49 CD4 *T CDS *T F= B tmle i A iE s, 7
7 78 NCBI 338 % %4 5 3513 Rv2986¢ #9 A L 82 /75, A BLAST 2 WA 5 & B 5B AT H A
SRERNEZEOHRE R, F)F NetMHC $ 3% TR 5 547 B 49 @ 69 CD4 T 4a o &A% 6
A7 ¥ 9L #) A SYFPEITHI  NetMHC . BIMAS #= IEDB # 4% & 7| 5t 47 B 49 % @ 45 CD8 * T
L EAL W AL, KRG, %4 CD4 "T 5 CD8 " T fmfe A A= M b oL, i ik B4 T fm e
FAL KB, A A IEDB F= ABCpred 23 & 547 B 69% & 69 B Z0 30 R & A5, ik ik 4L % B
Jo kALK, BTN 5 547, P iRk h CD4 T tm ey R4k ARk R AE 10 A, 35 4 A%

& AT 245 A~,CD8 T Zmfefkik £ 45 3 A ;44 CD4 "T 5 CD8 " T s e Z A= Faml 45 R, #&
frikh | ANMES T i F A5k L, 224 IEDB #= ABCpred (3% & 5 #7713 1 8 5464 B fm i
JRFAE, TR B kay T B ozt AL A BB RAOF RSB BRI RE S A5G

T AT Al
K A H AT ; Rv2986¢; T 4ol 45 ; B 2m it &A%
FESES: Q93 XHERFRIRED: A

Prediction and analysis of T,B cell epitopes’ s distribution

of the Mycobacterium tuberculosis Rv2986¢
SUN Yan ,WANG Xin-qian ,ZHAN Wei-hong ,LEI Hang ,ChEN Gao-zhan ,YU Xiao-li
(School of Biology and Pharmaceutical Engineering, Wuhan Polytechnic University, Wuhan 430023, China)
Abstract: To predict and analyze the distribution of CD4 " T cell CD8 * T-cell and B-cell epitopes encoded by the
Rv2986¢ of Mycobacterium tuberculosis. Obtaining the amino acid sequences by online NCBI database and analy-
zing the homology between Mycobacterium tuberculosis complex and human proteins by BLAST. NetMHC databases
was used to predict CD4 " Tcell epitopes. Pre- dicting the distribution of CD8 " T cell epitopes by SYFPEITH- I,
NetMHC , BIMASand TEDB dat-abases. IEDB and ABCpreddatabases was used to predict Beell epitopes. After the
prediction,, we can select the superior epitopes . For the results, there are 10 strong and 245 weak candidates CD4 *
T cell epitopes candidates3 CD8 " T cell epitopes candidates. In the end,1 superiorT-cell epitopecan be selected. 8

superior B-cell epitopes can be selected . Prediction of T and B cell epitopes will be the basis diagnosis of tuberculo-
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sis and the study of new tuberculosis vaccine.
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T ERRFEARGE, th T RN Bk G CD8 T T 4 i
HRER/INEE 25 5 e 5 v iAr i T . BB
IR I/DEEICAZ CDS T 41 Mt BE & 4% 58 K1Y %
JEVER, 430 TFN-y 1) CD8 ™ T 4 fAE X HU 45 4% 43 4%
FrEmd i R BN . B g m i
S AL BE U A A Bh 2B b et , B HAE S i fE
RE = A BT R KN

AWEFER AR5 B2 s, R o3 K

Y EXT MTB /) Rv2986¢ %5 14T 5Ly CD4” T.CD8

T 40ME LA Sz B 20 M AT R AL 0 3 A, 4%t 5 55 0L

BN Z55 BRI R IREL I XS 4 FhfEL I

T B RS R 45 1T P4 BOM RO A8 1Y

BB E A h X 103—117, i@k B 40 M4 5 F A

Sy T 8 AAUIHBURRAL . A T 2SR

W] Rv2986¢ 5 A A mT UL A ™ Az i

N ATV R S i ] T 45 A% 2 I, ] LA

LA C RIS KT 5 2 50, DA 42 5 % 45 4%

o £E T G DU R

SE

(1] 3RBEA, R, AL A B AR [ M].
R AR A HRAL. 2013:5-6.

[2] MarioRaviglione. Global
2015[J]. Global Tuberculosis Report,2015.

[3] Trunz BB,Fine P,Dye C. Effect of BCG vacci-

nation on childhood tuberculous meningitis and

tuberculosis  report

miliary tuberculosis worldwide; a meta-analysis
and assessment of cost- effectiveness | J |. Lan-
cet, 2006,367( 9517) :1173-1180.

[4] Black GF, Weir RE, Floyd S, et al. BCG- in-
duced increase in interferon- gamma response to
mycobacterial antigens and efficacy of BCG vac-
cination in Malawi and the UK tworandomised-
controlledstudies [ J |]. Lancet, 2002, 359 (
9315) :1393-1401.

[5] ks, Bl BT MABORBHMTRR
[J]. fedh 5 &% ,2010(02) :111-116.

[6] whdf, kA4, 2 LH. 245 #AFH RDI2
X T 2ok Az oAt LA B4 [J]. &
HEE R F FR(EFMR) ,2014,01.7-12.

[7] RME, ZF5 R, &8 ANEEFHoNE
B[ M]. dbx A b4k, 2010:147-148.

[8] Gordon SV,BroschR,Billault A , et al. Identifica-
tion of variable regions in the genomes of tuber-
cle bacilli using bacterial artificial chromosome
arrays[ J . MolMicrobiol, 1999, 32( 3) . 643-
655.

[9] Mommaas B, Kamp J, Drijthout JW, et al. I-
dentification of a novelHLA-B60-res-ricted T
cell epitope of the minor histocompatibilityanti-
gen HA-1 locus[J]. J Immunol, 2002, 169
(6):3131-3136.

(F4:% 55 )



344

RAGIE XN IR 55 A B-tubulin PRS2 965 ik PCR A2 (107 AEA, 55

[10]

[11]

[12]

[13]

[14]

i)
}
§
5
o

IR EER 2 FPRAREFREGE(—
) [M]. A B E 25 A ik, 2015.
RFE, B, R R B2 R
R [J]. oAt K FFR, 2012, 30
(2) :154-156.

Tekk. REBEARNGEHFRL[I]. F
B s R AT 2 ,2015,7(8) ;23-24.

Shu S H, Chen B, Zhou M C, et al. De novo
sequencing and transcriptome analysis of Wolfi-
poria cocos to reveal genes related to biosynthe-
sis of triterpenoids [ J ]. PLoS One, 2013, 8
(2):€71350-71352.

Haller F,Kulle B, Schwager S, et al. Equiva-
lence test in quantitative reverse transcription
polymerase chain reaction ; comfirmation of ref-
erence genes suitable for normalization [ ] ].
Analytical Biochemistry, 2004, 335(1) :1-9.
Mledk, INBRER, EA], . OEREER
= PCR #E AR BAEEEK[]]. ZREHRSL
#®%,2011,30(7) :15-19.

Woo T H, Patel B K, Cinco M, et al. Indenti-
fication of Leptospira biflexa by real-time hom-

ogeneous detection of rapid cycle PCR product

(EEF 48 1)

[10]

[11]

[12]

[13]

Kashion S S, Vallerskog T, Martens G, et al.
Initiation of acquired immunity in the lungs of
mice lacking lymph nodes after infection with
cersolizedMycobacterium tuberculosis [ J]. Am
J Pathol ,2010,176 (1) :198-204.

Van Crevel R, Ottenhoff T H, Van der Meer J
W, Innate immunity to Mycobacterium tuber-
culosis[ J ]. ClinMicrobiol Rev,2002,15(2) .
294-309.

LeuilletC, Martinon F, Perez C, et al. Myco-
bacteriumtuberculosissubverts innate immunity
to evade specific effectors [ J ]. J Immunol,
2006,177(9) :6245-6255.
Cambier C ], Falkow,

makrishnam. Host evasion and exploitation

Stanley LatitaRa-

schemes of Mycobacterium tuberculosis [ J ].

Cell. 2014 ,159.1497-1509.

[18]

[19]

[20]

[21]

[14]

[15]

[16]

[17]

[18]

[J].
1999, 35(1) :23-30.

Navidshad B, Liang J B, Jahromi M F. Corre-
lation Cofficients Between Different Methods of

Journal of Microbiological Methods,

Expressing Bacterial Quantification Using Real
Time PCR[J]. International Journal Molecular
Science, 2012, 13(2) :2119-2132.

N, REF, EdE, 5. SYBR Green 1
5B R KL & PCR A ml /b £ 8 A% B K &
thEsfep AL]]. F B R LA F,2015,48
(1):55-62.

M —,R1EE, Bk X #, 5. SYBR Green I
7% % & B-action & B 52 B 3¢ 8 £ & RT-PCR
AR E[T] P BERFEIR,2013,29
(12) :157-163.

Chris H, Philippa L, Severine T,et al. Melt-
ing curve analysis of feline calicivirus isolates
detected by real-time reverse transcription PCR
[J]. Journal of Virological Methods, 2002,
106(2) :241-244.

Flgem, REW, FETH,F FHRLTE
PCREARARELE R A[]]. TEFHKEE,
2010,37(2) :87-89.

PR, W 5SS AZ G RO T 1) B g2 2 O
FEHENE [T ], A= ¥ ot e o it i, 2010
(01) :74-78.

Flynn JL. Lessons from experimental Mycobac-
terium tuberculosis infections [ J ]. Microbes
Infect, 2006, 8( 4):1179-1188.

R, A, T A0 S 2 TE DTS AT TR R
Perhpgpr s e [ T]. B E Y B i,
2014 ,18:3593-3595.

OGarra A, Redford P S, McNab F W, et al.
The Immune Response in Tuberculosis [ J].
Annu Rev Immunol, 2013,31:475-527.

Sud D, Bigbee C, Flynn JL, et al. Contribu-
tion of CD8 + T cells tocontrol of myc -obacte-
rium tuberculosis infection [ J]. The Journal

ofImmunology, 2006,176(7) :4296- 4314.



